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Small molecule

Oligomer Inhibition

Fibril Inhibition
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Hydrogen bonds”

Inter-peptides Intra-peptide P
Ap segment Sequence + - + - + -
AB 400 Ac-HQKLVFF-NHMe 6.7+05 85+03 058 +0.04 0.1+0.1 1.88 10.2
AB 622 Ac-KLVFFAE-NHMe 5.0+03 7.1+x0.2 097 +0.03 0.6+0.1 0.59 1.63
AP g oy Ac-VFFAEDV-NHMe 4.0x03 69x03 244 x=0.05 0.8=0.2 0.24 1.01

Table S3



AB14_20 NH2-CO CO1-NH CO2-NH CO3-NH
NH1-CO 0.021 0.10 0.025 0.099
NH2-CO - 0.015 0.011 0.020
CO1-NH - - 0.022 0.064
CO2-NH - - - 0.031
AB 16.22 NH2-CO CO1-NH CO2-NH CO3-NH
NH1-CO 0.027 0.12 0.029 0.13
NH2-CO - 0.020 0.016 0.026
CO1-NH - - 0.026 0.082
CO2-NH - - - 0.039
AB 18.24 NH2-CO CO1-NH CO2-NH CO3-NH
NH1-CO 0.023 0.12 0.037 0.14
NH2-CO - 0.021 0.021 0.032
CO1-NH - - 0.036 0.10
CO2-NH - - - 0.055

Table$4



Peptide

hydrogen bond pairs

frequency

A B14-20

A B16-22

AB18-24

Table S5

NH1-Va 18 CO1-Phe20
NH1-Val18 CO1-Phe20

NH1-Phe20 CO1-Phe20
NH1-Phe20 CO3-Glu22
NH1-Phe20 CO1-Phe20

NH1-Ala21 CO1-Ala2l

0.026
0.027

0.024
0.021
0.015

0.013



Table S6

Inhibitor ICso UM
NQTrp 0.05
ThT 122.19 [1]
Congo Red 10, 1.99 [1,2]
Curcumin 0.8, 0.18 [3,4]
Phenol Red 426.25 [1]
Epiccatechin gallate 3 [5,6]
Epigallocatechin gallate (green tea) 0.18 [6]
THB (2,3,4-

Trihydroxybenzophenone) 3.1[5,6]
4-Hydroxy indole 85 [7]
3-Hydroxyindole 100 [7]
Indole-3-carbinole 200 [7]
several benzofurans 28-85 [8]
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